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From Microarray to Massive

 2000-2008: “Microarray”
 2009: “Massive”

     Durham, NC     Valencia, Spain
Vienna, Austria       Chicago, IL

Nature 411: 885, 2001
Nature 424:610, 2003
Science News, 170:10, 2006
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Goals of CAMDA

 Best Practice

– Inventory of procedures
– Guidelines

 Cross-disciplinary
pollination
– Statistics + Biology+

Computation
– Community intelligence
– CAMDA 2008 results

validated by the Cris
Print Lab
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CAMDA
Clarity from Complexity



 

CAMDA 2009

 Common Data set:
Yale ChIP-Seq

 Six talks on the first
day competing for the
Best Presentation
Award.

 Knowledge Distribution
– PLOS One Special

Issue (original
contributions)

– Journal of Computer
Science and System
Biology (review articles)

– Reference
Implementations at
Northwestern
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The 2010 Challenge: Fighting Hypertension
with Translational Bioinformatics

 Professor Gangjian Qin
of Feinberg
Cardiovascular
Research Institute is
studying E2F2 and
hypertension

 Budget on
experiments: $10,000
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Announcing CAMDA 2010
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Sep,
2009

Feb,2010

Oct, 2010Nov, 2010

Apr,
2010



 

Call for Participation

 Data Analysis
– Quality Control
– Biomarker discovery
– Integration
– Interpretation
– System Biology
– Validation
– Scalability and

performance
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 Experiment Design
– Platform
– Replicate
– Positive and

negative controls
– Depth of

sequencing
– Cost control
– Time course on

knock-downs?



 

Scientific and Organizing Committees

 Warren Alden Kibbe
<wakibbe@northwestern.edu>

 Simon Lin <s-lin2@northwestern.edu>
 David Philip Kreil <boku@kreil.org>
 Joaquin Dopazo <jdopazo@cipf.es>
 Pan Du <dupan@northwestern.edu>
 Xijin Ge <Xijin.Ge@sdstate.edu>
 Ruchir Shah <ruchir_shah@sra.com>
 Denise Scholtens

<dscholtens@northwestern.edu>
 Julie Zhu <julie.zhu@umassmed.edu>
 Jake Chen <jakechen@iupui.edu>
 Weida Tong <Weida.Tong@fda.hhs.gov>
 Hui Lu <huilu@uic.edu>
 Tim Beissbarth <tim.beissbarth@ams.med.uni-

goettingen.de>
 Cristin Print <c.print@auckland.ac.nz>
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 Daniel Berrar <dp.berrar@sbi.jp>
 Philippe Broët <broet@vjf.inserm.fr>
 Ana Conesa <aconesa@cipf.es>
 Susmita Datta <susmita.datta@louisville.edu>
 Sandrine Dudoit <sandrine@stat.berkeley.edu>
 Jelle Goeman <J.J.Goeman@lumc.nl>
 Seon-Young Kim <kimsy@kribb.re.kr>
 David Montaner <dmontaner@cipf.es>
 Xiangqin Cui <XCui@ms.soph.uab.edu >
 Yves Moreau

<yves.moreau@esat.kuleuven.be>
 Wei Pan <weip@biostat.umn.edu>
 Marcelo Bento Soares

<mbsoares@childrensmemorial.org>
 Wataru FUJIBUCHI <w.fujibuchi@aist.go.jp>
 Gangjian Qin <g-qin@northwestern.edu>
 Elizabeth Kollross <e-

kollross@northwestern.edu>


