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Recalibration ®

GATK BaseRecalibrator/
ApplyBQSR

DNA-Seq Germline Variant Calling @ CBA

SNV & Indel Calling®
GATK HaplotypeCaller

Merge VCFs
GATK MergeVcfs

Consolidate GVCFs
GATK GenomicsDBImport
Genotype GVCFs
GATK GenotypeGVCFs

Variant filtering
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VCF QC
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